LDs were isolated from cells grown in Low C/N YNB medium and collected at the exponential phase. Proteins were identified by at least two different peptides. Database used: Saccharomyces Genome Database (SGB) (http://www.yeastgenome.org/). ACT, actin cortical patch; Cm, cytoplasm; Ct, cytosol; E, endosome; ER, endoplasmic reticulum; G, golgi; IntM, integral to membrane; LD, lipid body or Lipid Droplet; M, mitochondria; N, nucleus; P, peroxysome; PM, plasma membrane; V, vacuole; Ve, vesicule. Only main functions and localizations were described for each protein. Proteins were identified by at least two different peptides. Database used: Saccharomyces Genome Database (SGB) (http://www.yeastgenome.org/). ACT, actin cortical patch; Cm, cytoplasm; Ct, cytosol; E, endosome; ER, endoplasmic reticulum; G, golgi; IntM, integral to membrane; LD, lipid body or Lipid droplet; M, mitochondria; N, nucleus; P, peroxysome; PM, plasma membrane; V, vacuole; Ve, vesicule. Only main functions and localizations were described for each protein.
